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Giovanni Franzo

ADDRESS

DATE OF BIRTH

EDUCATION

November 2017: Second degree master in “Biostatistics and Clinical Epidemiology™,
at the University of Pavia. defending a thesis entitled “Comparison and validation of
different machine learning methods for the prediction of survival to Canine
Parvovirus 2 infection™,

March 2015: “Doctor in Philosophy™ (PhD) in “Veterinary Science™ - Veterinary
Medicine Faculty, University of Padua (Italy), defending a thesis entitled “Further
insight into the molecular epidemiology and evolutionary dynamics of rapidly
evolving RNA and ssDNA viruses”

September 2011: Degree in Veterinary Medicine with the final grade of 110/110
magna cum laude at the University of Padua (Italy), discussing the degree thesis
“Application of molecular biology assays to the diagnosis of Porcine circovirus type
2 (PCV2) infection”.

July 2006. Scientific high school diploma with the final grade of 100/100 cum laude

PROFESSIONAL ACTIVITIES

December 2022 Associate professor at the Department of Animal Medicine,
Production and Health (MAPS), University of Padua (Academic discipline: VET/05
Infectious Diseases of Domestic Animals).

November 2017-Present: Researcher at the Department of Animal Medicine,
Production and Health (MAPS), University of Padua (Academic discipline: VET/05
Infectious Diseases of Domestic Animals).

January 2015-October 2017: Fellow researcher at the Department of Animal
Medicine, Production and Health (MAPS), University of Padua (Academic
discipline: VET/05 Infectious Diseases of Domestic Animals).

January 2012-December 2014: PhD Student at the Department of Animal Medicine,
Production and Health (MAPS), University of Padua (Academic discipline: VET/05
Infectious Diseases of Domestic Animals).

October 201 [-December 2012. Attending graduate at the Laboratory of infectious
diseases of the Department of Public health, Comparative Pathology and hygiene.
Padua University.

June 2009-September 201 [: Internship as undergraduate student at the Laboratory of
infectious diseases of the Department of Veterinary Public health, Comparative
Pathology and hygiene, Padua University.

INTERNATIONAL RESEARCH ACTIVITIES

6" November — 22" December 2017: Visiting Researcher at /RTA. Centre de Recerca
en Sanitat Animal (CReSA, IRTA- UAB), Campus de la Universitat Autonoma de
Barcelona, 08193 Bellaterra, Barcelona, Spain. The relative project was focused on
the study of within-host Porcine circovirus type 2 subpopulations using Next
Generation Sequencing data. The study aimed to reconstruct the structure of viral



subpopulations in longitudinally collected samples. [ also took part in metagenomic
studies and more traditional molecular epidemiological investigations dealing with
Porcine circovirus type 3.

12" March 2016 — 20" March 2016: Visiting researcher at INRA. UMR Interactions
Hotes-Agents Pathogenes, Ecole Nationale Veterinaire. Toulouse. The visit was
focused on the analysis of Next Generation Sequencing data (both resequencing and
metagenomic analysis) obtained from several avian species (i.e. avian
Metapneumovirus, Infectious bronchitis virus, avian Paramixovirus). [ also
participated in the training of local PhD students.

10" November —5" December 2014: Visiting researcher at MRC University of
Glasgow. Centre for Virus Research: Institute of Infection, Immunity and
Inflammation; College of Medical, Veterinary and Life Sciences. The relative project
was focused on the use of a phylodynamic approach to model and reconstruct
population dynamics. evolutionary rates and selective forces shaping Porcine
circovirus type 2 molecular epidemiology and evolution.

SCIENTIFIC ORGANISATIONS

Member of the following scientific societies:

European College of Veterinary Microbiology (ECVM)

[talian Society of Avian Pathology (SIPA)

[talian Society of Swine Pathology and Farming (SIPAS)

[talian Society of Livestock Veterinarians (SIVAR)

[talian Society of Veterinary Infectivists (ANIV)

Member of the EUROPRRS2012 COST Action FA902 and IBV COST Action
FA1207

VETERINARY COLLEGE
European College of Veterinary Microbiology (ECVM)

HONOURS

3 March 2015: winner of the Houghton Trust Grant to take part in the XIX Congress
of the World Veterinary Poultry Association

2 November 2016: winner of the SIPAS research scholarship.

7 December 2016: winner of the research scholarship entitled “Analisi biomolecolari
mediante PCR e Sequenziamento per l'evidenziazione e differenziazione del virus
della bronchite infettiva aviare™ at Dept. Animal Medicine, Production and Health
(MAPS), University of Padua. Viale dell'Universita, 16, 35020, Legnaro (PD), Italy.
3 March 2019: winner of the Houghton Trust Grant to participate in the XXI
Congress of the World Veterinary Poultry Association

Enlisted among the researchers within the top 2% of scientists of their main discipline
in the recently published work: Ioannidis, John PA, Kevin W. Boyack, and Jeroen
Baas. '"Updated science-wide author databases of standardized -citation
indicators." PLoS Biology 18.10 (2020): e3000918. The results have been
confirmed the following year.

INSTITUTIONAL ACTIVITIES

= Since 2017 Member of the Dept. MAPS council.



= Since 2018 Member of Biotechnology course council

= Since 2020 Member of Biotechnology for food and science course council.

= Since 2020 Member of the Research Committee of dept. MAPS.

= Since 2021 Member of the Group for Accreditation and Evaluation of the
Biotechnology for food and science course.

= Since 2021 Member of Veterinary Medicine course council.

= Since 2021 Member of the Board of the PhD program in Veterinary Science.

= Since 2022 representative of the dept. MAPS for Inclusion and Disability

= Member of the evaluation panel of the PhD Thesis in Veterinary Sciences for
the Bologna University (XXXI cycle).

= Member of the PhD commission for the Universidade de Sao Paulo, Brazil (18
November 2015) and Facultat de Veterinaria, UAB, Spain (1 July 2021).

MAJOR RESEARCH/PROFESSIONAL INTERESTS

The research activities focus mainly on the study of viral evolution and molecular epidemiology
using different bioinformatic, phylogenetic-based and biostatistics approaches. To date, my
studies have focused mostly on rapidly evolving RNA and single-strand DNA viruses affecting
swine (PCV-2, PCV-3 and PRRSV), poultry (aMPV, IBDV and IBV) and pets (CPV and FPV).
In the last years, | extensively worked on the epidemiology of these and other viruses (e.g.
ASFV, AHSV, WNV, BFDV. etc) in wild animals, both in the [talian scenario and through
collaboration with foreign counties, Africa in particular. I have also investigated the effect of
these viruses' remarkable heterogeneity on the control strategies (i.e. vaccination efficacy) and
performances of molecular biology-based diagnostic assays. Recently, 1 worked on the
development of Machine Learning models aimed to predict the disease outcome based on
‘genetic data or clinical parameter analysis. '

MAIN SKILLS
° Laboratory skills: Nucleic acid extraction; PCR, RT-PCR and real-time PCR design,
validation and execution; Nucleic acid purification; Sanger sequencing; Cloning.
o Biostatistical skills: Study design and sample size calculation; database creation,

management and manipulation; execution of statistical test and hypothesis testing; creation
and validation of Machine Learning predictive algorithms; advanced knowledge of tools
used for statistical analysis (i.e. R, Stata, SPSS).

° Bioinformatic skills: Sanger sequence quality check; sequence alignment; evolution model
selection; recombination detection; phylogenetic analysis; models comparison and
hypothesis testing; selective pressure estimation; phylodynamic analysis; epitopes
prediction; homology modeling; Next Generation Sequencing data analysis (re-sequencing,
de-novo sequencing, sub-population investigations, metagenomic); good knowledge of
programming tools like R and Python.

PATENTS

° [taly patent number 102017000031092 - Method for predicting cross-protection
between Infectious Bronchitis strains — Inventors: Cecchinato & Franzo.

EDITORIAL ACTIVITY
° Since 2019 Member of the editorial board of Large animal Review
o Since March 2020: Member of the editorial board of Frontiers in Veterinary Science



° Since February 2023 Member of the editorial board of Animals

o Since March 2020: Guest editor of Veterinary Science in the Special issue “Trends
in Poultry Diseases”

o Since February 2021: Guest editor of Pathogens in the Special issue “Advances in
Circoviruses™

° Since January 2023: Guest editor of Pathogens in the Special issue “Evolution and
Adaptation of Avian Viruses™

EDITORIAL ACTIVITY

° Author of the chapter “Circoviruses (Circoviridae) in the Encyclopedia of Virology
(4" edition). Ed. Elsevier: FRANZO G, SEGALES J. CIRCOVIRUSES (CIRCOVIRIDAE). IN:
BAMFORD DH, ZUCKERMAN M, EDITORS. ENCYCLOPEDIA OF VIROLOGY. 4TH ED.
ELSEVIER SCIENCE; 2020. P. 182-92

° Author of several chapters of the book “MICROBIOLOGIA E VIROLOGIA IN
SINTESI”. Fondazione iniziative zooprofilattiche e zootecniche, Brescia.

RESEARCH ACTIVITY

Author or co-author of more than 200 scientific publications on national or international
scientific journals or proceedings of scientific meetings. Speaker and invited speaker in more
than 40 national and international congresses

BIBLIOMETRIC INDICATORS (Source: Scopus)

Number of papers published= 160
h-index=26
Total citations= 2323
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1. Molini, U.; Coetzee, L.M.; Christians, V.; Hemberger, M.Y.; Chiwome, B.;
Amukwaya, M.; Khaiseb, S.; Cattoli, G.; Dundon, W.G.; Franzo, G. High detection
frequency and genetic diversity of porcine circovirus 3 (PCV-3) in Namibian
backyard farms and warthogs. Acta Trop 2024, 249,
doi:10.1016/j.actatropica.2023.107085.
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Balboni, A.; Franzo, G.; Bano, L.; Urbani, L.; Segatore, S.; Rizzardi, A.; Cordioli,
B.; Cornaggia, M.; Terrusi, A.; Vasylyeva, K.; et al. No viable bacterial communities

reside in the urinary bladder of cats with feline idiopathic cystitis. Res Ver Sci 2024,
168, 105137, doi:10.1016/j.rvsc.2024.105137.
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Faustini, G.; Tucciarone, C.M.; Franzo., G.: Donneschi. A.; Boniotti, M.B.; Alborali.
G.L.; Drigo, M. Molecular Survey on Porcine Parvoviruses (PPV1-7) and Their
Association with Major Pathogens in Reproductive Failure Outbreaks in Northern
Italy. Viruses 2024, 16, doi:10.3390/v16010157.

Legnardi, M.; Poletto. F.; Alam, S.; Cherfane, A.. Le-Tallec, B.; Franzo. G.;
Tucciarone, C.M.: Lupini, C.; Pasotto, D.; Cecchinato, M. Molecular epidemiology
of infectious bursal disease virus in the Near East and Persian Gulf regions. Avian
Pathol 2024, 53, 56—67. doi:10.1080/03079457.2023.227053 1.
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[nfectious bursal disease virus in Western Europe: the rise of reassortant strains as
the  dominant  field  threat.  Avian  Pathol 2023, 52,  25-35,
doi:10.1080/03079457.2022.2130172.

Prentza, Z.; Castellone. F.; Legnardi, M.; Antlinger, B.; Segura-Wang, M.; Kefalas,
G.; Papaioannou, N.; Stylianaki, 1.; Papatsiros, V.G.; Franzo, G.; et al.
Administration of a Multi-Genus Synbiotic to Broilers: Effects on Gut Health,
Microbial Composition and Performance. Animals 2023, 13,
doi:10.3390/ani13010113.

Molini, U.; De Villiers, M.; De Villiers, L.; Coetzee, L.M.; Hoebes, E.; Khaiseb, S.;
Cattoli, G.; Dundon, W.G.; Franzo, G. Investigation and sequence analysis of
psittacine beak and feather disease virus and avian polyomavirus from companion
birds in Windhoek, Namibia. Acta Trop 2023, 238,
doi:10.1016/j.actatropica.2022.106739.

Franzo, G.; Segalés, J. Porcine circovirus 3 (PCV-3) variability: Is it in the virus or
in the classification criteria? Virol J 2023, 20, doi:10.1186/s12985-023-01984-6.

Grassi, L.; Drigo, M.; Zelena, H.; Pasotto, D.; Cassini, R.; Mondin, A.; Franzo, G.;
Tucciarone, C.M.; Ossola, M.; Vidorin, E.; et al. Wild ungulates as sentinels of

flaviviruses and tick-borne zoonotic pathogen circulation: an Italian perspective.
BMC Vet Res 2023, 19, doi:10.1186/s12917-023-03717-x.

Grillini, M.; Beraldo, P.; Frangipane di Regalbono. A.; Dotto, G.; Tessarin, C.;
Franzo, G.; Marchiori, E.; Modry, D.; Simonato, G. Molecular survey of Cytauxzoon
spp. and Hepatozoon spp. in felids using a novel real-time PCR approach. Front Vet
Sci 2023, 10, doi:10.3389/fvets.2023.1113681.

Marchiori, E.; Quaglio, F.; Franzo, G.; Brocca, G.; Aleksi, S.; Cerchier, P.; Cassini,
R.; Marcer, F. Pearl formation associated with gymnophallid metacercariae in
Mytilus galloprovincialis from the Northwestern Adriatic coast: Preliminary
observations. J Invertebr Pathol 2023, 196, doi:10.1016/}.jip.2022.107854. ‘

Blanco-Fuertes, M.; Sibila, M.; Franzo, G.; Obregon-Gutierrez, P.; Illas, F.; Correa-
Fiz, F.; Aragon, V. Ceftiofur treatment of sows results in long-term alterations in the
nasal microbiota of the offspring that can be ameliorated by inoculation of nasal
colonizers. Anim Microbiome 2023, 5, doi:10.1186/s42523-023-00275-3.

Franzo, G.; Legnardi, M.; Faustini, G.; Tucciarone, C.M.; Cecchinato, M. When
Everything Becomes Bigger: Big Data for Big Poultry Production. Animals 2023, 13,
doi:10.3390/anil3111804.

Tegegne, D.; Tsegaye. G.; Faustini, G.; Franzo, G. First genetic detection and
characterization of canine parvovirus type 2 (Carnivore protoparvovirus 1) in
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southwestern Ethiopia. Vet Res Commun 2023, 47. 975-980, doi:10.1007/s11259-
022-10027-4.

Singh. Y.; Cullere, M.; Bertelli, D.; Segato, S.; Franzo, G.: Frangipane di Regalbono.
A.; Catellani, P.; Taccioli, C.: Cappellozza, S.; Dalle Zotte. A. Potential of Full-Fat
Silkworm-Based Diets for Laying Quails: Performance and Egg Physical Quality.
Animals 2023, 13, doi:10.3390/anil3091510.

Pacini. M.1.; Forzan, M.; Franzo, G.; Tucciarone, C.M.; Fornai, M.; Bertelloni, F.;
Sgorbini, M.; Cantile, C.; Mazzei, M. Feline Parvovirus Lethal Outbreak in a Group
of  Adult Cohabiting Domestic Cats. Pathogens 2023, !
doi:10.3390/pathogens 2060822.

Holgado-Martin, R.; Arnal, J.L.; Sibila, M.; Franzo, G.; Martin-Jurado, D.; Risco,
D.: Segalés. J.; Gdmez, L. First detection of porcine circovirus 4 (PCV-4) in Europe.
Virol J2023, 20, doi:10.1186/s12985-023-02181-1.

Lu, M.; Wan, W.: Li. Y.; Li, H.; Sun, B.; Yu, K.; Zhao, J.; Franzo, G.; Su, S. Codon
usage bias analysis of the spike protein of human coronavirus 229E and its host
adaptability. /nt J Biol Macromol 2023, 253, doi:10.1016/j.ijbiomac.2023.127319.

Franzo, G.; Faustini, G.; Tucciarone, C.M.; Pasotto, D.; Legnardi, M.; Cecchinato,
M. Conflicting Evidence between Clinical Perception and Molecular Epidemiology:
The Case of Fowl Adenovirus D. Animals 2023, 13, doi:10.3390/ani13243851.

Zoroaster, A.; Singh, Y.; Marchiori, E.; Cullere, M.; Dotto, G.; Franzo, G.;
Regalbono, A.F. di Differential diagnosis of Eimeria species in farmed Japanese
quails (Coturnix  japonica). Poult Sci 2023, 103, 103418,
doi:10.1016/j.psj.2023.103418.

Franzo, G.; Zerbo, H.L.; Ouoba, B.L.; Dji-Tombo, A.D.; Kindo, M.G.; Sawadogo,
R.; Chang’a. I.; Bitanyi. S.; Kamigwe, A.; Mayenga, C.; et al. A Phylogeographic
Analysis of Porcine Parvovirus | in  Africa.  Viruses 2023, 13,
doi:10.3390/v15010207.

Grassi, L.; Franzo, G.; Grillo, S.; Mondin, A.; Drigo, M.; Barbarino, F.; Comuzzo,
C.; Legnardi, M.; Bertola, M.; Montarsi, F.; et al. Survey of Tick-Borne Zoonotic
Agents in Ixodes Ticks Carried by Wild Passerines during Postbreeding Migration
through Italy. Transbound Emerg Dis 2023, 2023, doi:10.1155/2023/1399089.

Hansen, S.; Menandro, M.L.; Franzo. G.; Krabben, L.; Marino, S.F.; Kaufer, B.;
Denner, J. Presence of porcine cytomegalovirus, a porcine roseolovirus, in wild boars
in [taly and Germany. Arch Virol 2023, 168, doi:10.1007/s00705-022-05690-6.

Molini, U.; Coetzee. L.M.; Hemberger, M.Y.; Chiwome, B.; Khaiseb. S.; Dundon,
W.G.: Franzo. G. First detection and molecular characterization of porcine
reproductive and respiratory syndrome virus in Namibia, Africa. Front Vet Sci 2023,
10, doi:10.3389/fvets.2023.1323974.

Legnardi, M.; Poletto, F.; Talaat. S.; Selim. K.; Moawad, M.K.; Franzo, G.;
Tucciarone, C.M.; Cecchinato, M.; Sultan, H. First Detection and Molecular
Characterization of Novel Variant Infectious Bursal Disease Virus (Genotype
A2dBI1b) in Egypt. Viruses 2023, 13, doi:10.3390/v15122388.
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Franzo. G.; Mira, F.; Schiro. G.; Canuti. M. Not Asian Anymore: Reconstruction of
the History, Evolution, and Dispersal of the “Asian™ Lineage of CPV-2c. Viruses
2023, 15, doi:10.3390/v15091962.
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Med Infect Dis 2023, 8. doi:10.3390/tropicalmed8040203.
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and codon bias analysis of the spike protein of Omicron. the recent variant of SARS-
CoV-2. Int J Biol Macromol 2023, 250, doi:10.1016/j.ijbiomac.2023.126080.
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characterization of porcine circovirus-2 and-3 in pigs in Tanzania. J Vet Med Sci
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and rural farms compared to intensive ones in northern Italy. Front Microbiol 2023,
14, 1234393, doi:10.3389/fmicb.2023.1234393.
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